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web page: IDIPHISA/Linfomas 

 

Project Title: GENOMICS AS A TOOL TO IDENTIFY MOLECULAR BIOMARKERS IN LYMPHOMAS 
 

Summary: 
Lymphoid neoplasm is a highly heterogeneous group of tumors composed by a large number of 

different diseases. The differential diagnosis and the consequent therapy are sometimes difficult to 

establish due to similar clinical and molecular features that some types of lymphoma share. Our work 

aims to create computational tools that integrate genetic and clinical information of lymphoma 

patients to identify predictive markers of treatment response and survival, and to propose new 

therapeutic approaches. 

The Group of Research in Lymphomas, leads by Dr. Margarita Sánchez-Beato, is focused on studying 

lymphoma pathogenesis, to identify essential survival pathways and mutated genes to subsequently 

translate discovery into new diagnostic and therapeutic markers. We use "molecular diagnosis-driven 

targeted therapy" to describe this approach. We are focused on the molecular mechanisms and 

therapeutic potential involving clonal heterogeneity in B-cell receptor derived signaling and 

associated pathways. Ultimately, we pursue the rapid translation of results generated in the 

laboratory to the clinical setting to facilitate the identification of the appropriate therapy for every 

cancer patient (personalized medicine). 

The group have currently several active projects focused in genomics and liquid biopsy (ctDNA) in B-

cell lymphomas, mainly follicular lymphoma and diffuse large B-cell lymphoma. 

http://investigacionpuertadehierro.com/investigacion/areas-de-investigacion/oncologia-y-hematologia/4-grupo-de-investigacion-en-linfomas/
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Tasks of the candidate 

- Support in the analysis of biological data: development and / or implementation of workflows and 

pipelines for NGS data analysis (aimed to the identification of somatic alterations in tumoral samples)  

- Support in the creation of databases integrating genetic and clinical information of cancer patients 
(mainly lymphomas and lung cancer) 
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Expected skill: 
-  Good level of spoken and written English 
-  Basic knowledge of genetics/molecular biology 
-  Knowledge of R, Perl and Python 
 

Possibility of funding: Cannot guarantee 


